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The reproductive efficiency of camels under 
natural conditions is generally considered as low 
(Al-Qarawi, 2005) and genital infection is considered 
as most important reason (Tibary et al, 2006). It has 
been demonstrated that the preputial sac can act as 
a reservoir of organisms and it thus responsible for 
causing ascending uro-genital infection (Agartan 
et al, 2005). The preputial microbial community 
plays a key role in maintaining health and altered 
microbial communities have been associated with a 
variety of reproductive diseases (Nelson et al, 2010; 
Sandal and Inzana, 2010; Chaban et al, 2012). The 
source of camel preputial contamination is usually 
soil, faeces and female genital tract (Wickware et 
al, 2020), and microorganisms gain entry through 
preputial orifice (Paray et al, 2018). The camel often 
does not show any clinical signs of contamination, 

but infection is traced back through symptoms shown 
in female camels it has mated (Al-Qarawi, 2005). 
A long duration of semen collection and collection 
in a sitting position (El-wishy, 1988) increase the 
risk of contamination of prepuce of camel Bacterial 
contamination leads to a series of alterations including 
reduced sperm motility, morphology, various semen 
quality parameters (Najee et al, 2012; Perumal et al, 
2013), and subsequent reduced fertility (Ochsendrof 
and Fuchs, 1993; Griveau et al, 1995). This study 
investigates the frequency of isolated bacteria and 
fungi in camels’ prepuce.

Materials and Methods
Experimental animals

A total of 42 infertile male dromedary 
camels (4-12 years old, 500-800 kg) admitted to the 
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ABSTRACT
A total of 42 infertile male dromedary camels (4-12 years old, 500-800 kg) and 7 young male camels (control, 

2-2.5 years old) were enrolled in the present study. All camels were sedated and preputial swabs were collected and 
immediately immersed in 1 ml sterile solution of 0.9% NaCl. Preputial swabs were transferred refrigerated within 1 
hour to the bacteriological laboratory. After preputial swabbing, semen samples were collected from infertile camels 
using an electro-ejaculator and evaluated for routine semen quality parameters using the conventional methods. 
Statistical analyses were conducted by Student’s t-test and Chi-square (X2). Results revealed that semen parameters 
were reduced in infertile camels with preputial contamination. The bacterial count in 1 ml swab sample was 148x103 
and 0.24x103 in infertile mature camels and control immature camels, respectively. Nine bacterial species isolated 
from 49 camels’ preputial swabs comprised 41 gram-positive species (83.7%) and 8 gram-negative species (16.3%). 
The swabs of infertile camels had colonies species of Staphylococcus, Streptococcus, Corynebacterium, Bacillus, E. coli, 
Pseudomonas aeruginosa, Actinomyces, Fusobacterium, Clostridium perfringens at percentages of 35.72% (n=15), 21.43% 
(n=9), 11.91% (n=5), 9.52% (n=4), 7.14% (n=3), 4.76% (n=2), 4.76% (n=2), 2.38% (n=1), 2.38% (n=1), respectively. Candida 
colonies appears in concurrence with bacterial colonies in 28.57% (n=12). In control camels, the examined samples 
had colonies of Streptococcus spp., Bacillus spp. and E. coli spp. at proportions of 42.86% (n=3), 42.86% (n=3), 14.28% 
(n=1), respectively. Candida spp. observed in 5 colonies (71.43%) of control camels. In conclusion, Staphylococcus, 
Streptococcus and Bacillus were the frequently isolated bacterial spp. from  prepuce of camel.
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